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RERFER

EE |REf# |GP |GA |[ACO |[EMC |PERM
20 |9 9 |9 |9 9 9

24 |9 9 |9 |9 9 9

25 |8 8 |8 |8 8 8

36 |14 14 (14 |14 |14 |14
48 |23 23 |23 |23 |23 |23
50 |21 21 |21 |21 |20
60 |36 36 35
64 |42 42 42




RERFER

EE |REf# |GP |GA |ACO |[EMC |PERM
85 |53 53
09 |48 48
100 |50 50

ACO (Ant Colony Optimization)

GA (Genetic Algorithm)

EMC (Evolutionary Monte Carlo)

PERM (Pruned Enriched Rosenbluth Method)
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